On-line Supplementary Table 4 - Leishmaniasis

Papers Reporting Significant Linkage or Association

Candidate Gene

Population Phenotype Sample Size Reported Results Year Reference
MHC Class | Region:
Cw7 SE Asian Hmong Cutaneous Leishmaniasis ? p=0.01 1987 [Barbier, 1987 #200]
A28; Bw22 Venezuelan Localised Cutaneous Leishmaniasis 24 Families p =0.0018; 0.0122 1991 [Lara, 1991 #190]
Bw22 Venezuelan Localised Cutaneous Leishmaniasis Ca=26; Co=26 RR =12.5; p =0.048 1991 [Lara, 1991 #190]
A11; B5; B7 Egyptian Diffuse Cutaneous Leishmaniasis Ca=27;Co=7? N/A 1993 [el-Mogy, 1993 #196]
A25 Iranian Visceral Leishmaniasis Ca=52; Co=222 RR = 13.27; p = 0.004 1995 [Faghiri, 1995 #202]
MHC Class Il Region:
DQws8 Venezuelan Localised Cutaneous Leishmaniasis 24 Families p =0.0364 1991 [Lara, 1991 #190]
DQw3 Venezuelan Localised Cutaneous Leishmaniasis Ca=26;Co=26 RR =4.25; p = 0.036 1991 [Lara, 1991 #190]
DR2 Brazilian Mucocutaneous Leishmaniasis Ca=43;Co=111 RR =0.07; p = 0.004 1991 [Petzl-Erler, 1991 #201]
DQw3 Brazilian Mucocutaneous Leishmaniasis Ca=43;Co=111 RR =4.2; p=0.006 1991 [Petzl-Erler, 1991 #201]
DR2; DR7/DRw9 Venezuelan Cutaneous Leishmaniasis Ca=49;Co=43 p <0.05 1995 [Cabrera, 1995 #203]
DRB1*15; *16 Tunisian Visceral Leishmaniasis Ca =156; Co = 154 RR =0.54; p = 0.04 (p, > 0.05) 2001 [Meddeb-Garnaoui, 2001 #207]
DQB1*0201 Tunisian Visceral Leishmaniasis Ca=156; Co =154 RR =0.46; p = 0.03 (pc > 0.05) 2001 [Meddeb-Garnaoui, 2001 #207]
HLA-DR msat Brazilian Visceral Leishmaniasis 751 Individuals p=0.02 2002 [Karplus, 2002 #204]
DRB1*0407; DPA1*0401; DPB1*0101 Mexican Mestizos Localised Cutaneous Leishmaniasis Ca =65; Co=100 OR =2.92, 10.07, 5.99 2004 [Olivo-Diaz, 2004 #199]
DPB1*0401; DR2 Mexican Mestizos Localised Cutaneous Leishmaniasis Ca =65; Co=100 OR =0.38;0.14 2004 [Olivo-Diaz, 2004 #199]
MHC Class Il Region:
LTA Venezuelan Mucocutaneous Leishmaniasis Ca=25;Co=43 RR =7.5; p <0.001 1995 [Cabrera, 1995 #203]
TNF (-308) Venezuelan Mucocutaneous Leishmaniasis Ca=25;Co=43 RR =3.5;p<0.05 1995 [Cabrera, 1995 #203]
TNF (msat/-308 haplotype) Brazilian DTH +ve Asymptomatic L. chagasi 59 transmissions p =0.0265 2002 [Karplus, 2002 #204]
TNF -308 Brazilian DTH +ve Asymptomatic L. chagasi 36 Transmissions p = 0.0006 2002 [Karplus, 2002 #204]
SLC11A1 (formerly NRAMP1):
SLC11A1 (GT(y) Sudanese Visceral Leishmaniasis 37 families (172 ind) LOD = 1.32; p = 0.007 2003 [Bucheton, 2003 #208]
SLC11A1 (469+14G/C) Sudanese Visceral Leishmaniasis 59 families (312 ind) XZ =9.03; p = 0.0027 2004 [Mohamed, 2004 #205]
Other Candidates:
IFNGR1 (INT 6 m/sat, alleles 10 & 11) Sudanese PKDL 26 families (54 aff ind) OR=3.0&OR=2.18; p<0.03 2003 [Mohamed, 2003 #206]
IFNGR1 (INT 6 m/sat, allele 12) Sudanese PKDL 26 families (54 aff ind) OR =0.15; p = 0.014 2003 [Mohamed, 2003 #206]
IL4 (IL4RP1; IL4ARP2) Sudanese Visceral Leishmaniasis + PKDL 53 families (123 aff ind) OR=2.5+0R=1.68; p<0.003 2003 [Mohamed, 2003 #206]
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On-line Supplementary Table 4 - Leishmaniasis

Papers Reporting No Significant Linkage or Association

Candidate Gene Population Phenotype Sample Size Reported Results Year Reference
MHC Class | Region:
HLA -A; -B Eastern Indian Visceral Leishmaniasis Ca=51;Co=46 p=0.21;p=0.22 1997 [Singh, 1997 #192]
MHC Class Il Region:
DR Eastern Indian Visceral Leishmaniasis Ca=51;Co=46 p=0.40 1997 [Singh, 1997 #192]
DQB1; DQA1; DRB1 Brazilian Visceral Leishmaniasis 87 families (638 ind) ns 2002 |[Peacock, 2002 #191]
MHC Class lll Region:
TNF (-308) Tunisian Visceral Leishmaniasis Ca =156; Co = 154 ns 2001 [Meddeb-Garnaoui, 2001 #207]
LTA Tunisian Visceral Leishmaniasis Ca =156; Co = 154 ns 2001 [Meddeb-Garnaoui, 2001 #207]
HSP70-2 (Pstl) Tunisian Visceral Leishmaniasis Ca = 156; Co = 154 ns 2001 [Meddeb-Garnaoui, 2001 #207]
HSP70-hom (Ncol) Tunisian Visceral Leishmaniasis Ca = 156; Co = 154 ns 2001 [Meddeb-Garnaoui, 2001 #207]
LTA Brazilian Visceral Leishmaniasis 87 families (638 ind) ns 2002 |[Peacock, 2002 #191]
TNF (-308; -238; TNFa) Brazilian Visceral Leishmaniasis 87 families (638 ind) ns 2002 |[Peacock, 2002 #191]
SLC11A1 (formerly NRAMP1):
SLC11A1 Brazilian Visceral Leishmaniasis 46 families (206 ind) ns 1997 |[Blackwell, 1997 #193]
SLC11A1 (GT); 1465-85G/S) Ethiopian Localised Cutaneous Leishmaniasis 57 Individuals ns 1998 [Maasho, 1998 #195]
Other Candidates:
ABO & Rhesus French Guiana Cutaneous Leishmaniasis Ca =96; Co=1945 ns 1989 [Esterre, 1989 #198]
IFNG (JAP Intronic m/sat) Sudanese Visceral Leishmaniasis 37 families (172 ind) ns 2003 [Bucheton, 2003 #208]
IFNGR1 Sudanese Visceral Leishmaniasis 53 families (123 aff ind) ns 2003 [Mohamed, 2003 #206]
IFNGR1 (FA1 Intronic m/sat) Sudanese Visceral Leishmaniasis 37 families (172 ind) ns 2003 [Bucheton, 2003 #208]
IL9 Sudanese Visceral Leishmaniasis + PKDL 59 families (312 ind) ns 2003 [Mohamed, 2003 #206]

PUBMED Search Term = leishmaniasis AND susceptibility NOT d

rug; Field: Text Word, Limits: Humans

Ca = Cases

Co = Controls

Ind = Individuals

ns = Not Significant

OR = Odds Ratio

RR = Relative Risk

)(2 = Chi-Squared

ZMLB = Z Score of the Maximum-Likelihood-Binomial

LOD = Logarithm of the Odds

pc = Corrected p-Value

N/A = Not Available (Possibly Abstract Only Available)

PKDL = Post Kala Azar Dermal Leishmaniasis

DTH = Delayed Type Hypersensitivity
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